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Application for human Genomic RNAi Screen in the HTBC
1. Title of Proposal

	

	

	

	


2. Primary contact information, name, e-mail, phone #
	PI:

	

	Lead Researchers:

	


3. Description of siRNA screen project proposal, including; specific aims, background and significance, preliminary studies, and research design and methods (add additional pages as needed):
4. Primary Publications/References

5. Desired number of experimental genes targeted for knock down
Pools of 4 siRNA oligos per gene

A. _____ 859—Cell Cycle(80 genes)/Kinase(779), 11 X 96 well plates

B. _____ 21,122—Full Genome [GPCR(517), Kinase(779), Druggable(6022), Genome(13,804)], 267 X 96 well plates
Individual siRNA oligos (4 per gene)

C. _____ 84,488—Full Genome, 1068 X 96 well plates (will only be available if several projects request this)
6. Description of assays being conducted:
	Cell line/s:

	                384 well or                 96 well

	Development stage:

	Tissue derived from:

	Genetic Variation (gene knockout, transgenic variation):

	

	Individual genetic characteristics

	

	Disease state or normal:

	

	Assay Description:

	

	

	

	

	Measurement 1 (spectophotometric or image):

	

	Measurement 2 (spectophotometric or image):

	

	Measurement 3 (spectophotometric or image):

	

	Additional measurements?

	

	Reagents/reagent types/Vendors/Cat #s:

	

	

	

	

	

	


7. Transfection/Assay Protocol (if known for siRNA oligos-we recommend using Dharmacon reagents)
	Number of replicants (recommend 2-4):

	

	siRNA Delivery Type (reverse transfection, electroporation, forward transfection)

	

	siRNA Delivery Protocol

	

	

	siRNA complexing protocol

	

	siRNA delivery reagent/vendor/catalog number:

	

	Final concentration of delivery reagent

	

	Final concentration of silencing reagents

	

	Number of cells per well in delivery plate

	

	Time to assay point

	

	Time of exposure of silencing RNA reagent

	

	Media changes (if any)

	

	Knockdown efficiency validation protocol (qtPCR, rtPCR, other)

	

	

	Description of controls

	

	


8. Source of funding for project (if any)
	

	

	

	


Please send completed forms to:
David E. Solow-Cordero, Ph.D. CCSR Room 0133A, MC 5174

Please send questions about this agreement to: desolow@stanford.edu 
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